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Abstract

Neuropathy Target Esterase (NTE) is a neuronal, membrane bound protein with serine esterase ac-

tivity. The NTE gene is located on human chromosome 19p13.3 and consisted of 35 exons. It was re-
ported that mice heterozygous with respect to the Nte mutation (Nte'/"), which had approximately

40% lower enzymatic activity of Nte in the brain compared with wild-type and have elevated locomo-

tion activity.

Here we report using microsatellite and SNP markers, the association between a NTE gene polymor-
phism and Sick House Syndrome (SHS) and the relatiomship between a NTE haplotyope and SHS.
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#F 1 Allele frequencies of ATT repeat polymorphism of the NTE gene in patients with Sick
house syndrome and controls
Allele Pcif;gjmt Repeat Pé:éEll\lI;S C(OZI;T;P;OOZI;S OR (900 CD X° P-value Pc
Allele 1 286 10 0.17 0.18 0.94 (0.53001.65) 0.05 0.822 1.000
Allele 2 292 12 0.07 0.06 1.22 (0.51002.90) 0.20 0.654 1.000
Allele 3 295 13 0.13 0.06 2.44 (1.2004.97) 6.05 0.014 0.084
Allele 4 298 14 0.14 0.06 2.63 (1.3105.28) 7.37 0.007 0.040
Allele 5 301 15 0.34 0.42 0.70 (0.4501.09) 2.55 0.111 0.664
Allele 6 304 16 0.16 0.17 0.92 (0.5201.64) 0.08 0.784 1.000
Allele 7 307 17 0.00 0.06 0 a a 0
1.6
1.4 R
g 1.2
oD 1
T‘O 0.8
0.6
0.4
0.2
% 5 10 15 20 25 30(Kb)
ATG cwwp oNNP NEST/patatin TGA

(TTTG) .

1
BEHEEOTYELY
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BEMERER DS B 5 >4 AT SNP Z2#R L
T, RSN OWREZEIT> Tz, T DRER, SNP81
BT O6E AT IC BN TN HER I N, &5
2. ZRINHERINZINS D SNPIZDNT
Minor allele frequency ZHH L7=& 2 A, £H
X—HN—ELTHEHATHS EFHETNS Minor
allele frequency 230.22L E® SNP, 55 Fr TIq
E L7z,

VI. AAREARAT
ERIZBWTHIEY —A— & L TOA R ZRE

(CTT). (ATT)n

NTE B FigiEL SNPs ¥—Hh—EBW =2 v O N\ REEIREE

BINT=55E D SNP @ 5 553D SNP B XK
IV 29ITBIT5SNPIZDODWT, v N\
ASEMGERE B HE LB W TR RN S LT %
AT 72012, v 7\ ZJEREEN604 5
KO F 16244 2 W= MBI 217 > 72,
ZTOREE, T 2 2128 B IERHRERICEE
TEHEEEY—— (rs604959) ITHBWT, Hat#
HAEAZ RIS WVEE TR SN (K1,
P=0.037. [tkRIC. BIETHBEEIIDVWTDHEHE
BAREZIT O R, RO HE R THEEIC
BOWTHEBEADEONLBELRY—T—IZTMA T,
T OE—4% —fHiE (rs560849). 1 > b 17H
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#F 2 Genotype association between SNPs in the NTE gene and Sick house syndrome

Genotype frequency

Patients Controls

No. rs No. Location Genotype (n0 60) (0 152)

OR (900 CI) x” P-value Pec-value

1 1rs560849 Promoter Cc/C 0.305 0.151 2.46(1.2304.94) 6.419 0.011 0.068
C/T 0.390 0.592 0.44(0.2400.81) 6.991  0.008 0.049
T/T 0.305 0.257 1.27(0.6600 2.47) 0.507  0.476 1.000
2 1rs540516 intron 1 Cc/C 0.390 0.375 1.06(0.5701.97) 0.040 0.842 1.000
C/T 0.407 0.526 0.62(0.3401.13) 2.430 0.119 0.714
T/T 0.203 0.099 2.33(1.04015.25) 4.176 0.041 0.246
3 1s604959 exon 2 A/A 0.317 0.375 0.77(0.4101.46) 0.637 0.425 1.000
A/C 0.417 0.520 0.66(0.36001.21) 1.829 0.176 1.000
Cc/C 0.267 0.105 3.09(1.46006.53) 8.744  0.003 0.019
6
PR}
A,
~ 4
o)
T 3
2
0
5 10 15 20 25 30 (kb)
Haplotype Block A & & éé§_7§ &
ATG NMP i
HH iiMP _ E_ NESi|/|patatn TjiA
(TTTG)» (€T, (ATT)n

2 NTEBEGEFEBEENTOSA4T77av 0183529y 2N\ RIEREE

REHMEZEOw vy EL S
B (rs540516) 1CB WV THERM#INA B4 % /R T iE VI. N\TA%A T
BFMNRHEINE GR2)., Ihs 3fEDER LR DOEAR AR BIAEAT I U 7253 O &R
Y= — DBETRBEE IR T 58 B ARE O X — N — O EE A E D 2T 7~ T o
R % Bonferroni ®#H1EIZ & > THIE L 725558, 7 [Haploview] IC&k-> THEHL. D'>0.947%
IV 2RBITIEMEY—H— (rs604959) 12 EINTOYA TeHE L, TR, S3ED
BNTOAFEHFAEREENMFONE (2, P= BEY == 9EMoNT Oy T 70y 7145

0.019), ez (M2), 9ffioNTay A 77ay s
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#F 3 Haplotype association between SNPs in the NTE gene and Sick house syndrome
Haplotype frequency
Patients Controls 5
Block No. Haplotype (2n01 120) (2n01 304) X P-value Pc-value
2-3
1 CA 0.508 0.639 6.12 0.013 0.080
1 2 TC 0.392 0.357 0.43 0.512 1.000
3 CC 0.083 0.003 21.53  0.000003 0.000021
4-5-6
1 GCT 0.483 0.500 0.098 0.755 1.000
2 2 ATC 0.424 0.388 0.449 0.503 1.000
3 GCC 0.093 0.102 0.073 0.788 1.000
7-8
1 CC 0.534 0.562 0.281 0.596 1.000
3 2 GT 0.398 0.434 0.448 0.503 1.000
3 CT 0.059 0.003 14.308 0.0002 0.004
10-13
1 AGGA 0.450 0.411 0.529 0.467 1.000
4 2 GGCG 0.358 0.372 0.066 0.797 1.000
3 AAGA 0.133 0.197 2.398 0.122 1.000
4 GGGA 0.042 0.013 3.357 0.067 1.000
14-25
1 TCCAGAGTCCG 0.431 0.354 2.154 0.142 1.000
2 CTGGCTCGAGA 0.226 0.242 0.121 0.728 1.000
3 TTCGCTCGAGA 0.108 0.146 1.027 0.311 1.000
5 4 CTCGCTCGAGA 0.112 0.087 0.609 0.435 1.000
5 TTGGCTCGAGA 0.020 0.044 1.393 0.238 1.000
6 TTCAGAGTCCG 0.034 0.017 1.206 0.272 1.000
26-27
6 1 GC 0.491 0.446 0.693 0.405 1.000
2 GT 0.259 0.284 0.264 0.608 1.000
3 TT 0.250 0.270 0.176 0.675 1.000
28-43
1 GGCCACCCAAAAGCT 0.396 0.389 0.021 0.885 1.000
2 ACTTGGGTGAAGATC 0.198 0.245 1.063 0.303 1.000
7 3 AGTCACCCACGGATC 0.203 0.232 0.407 0.524 1.000
4 GGTCACCCACGGATC 0.041 0.027 0.602 0.438 1.000
5 ACTTGGCTGAAGATC 0.017 0.013 0.081 0.776 1.000
44-46
1 GTC 0.559 0.579 0.134 0.715 1.000
8 2 ACA 0.415 0.391 0.201 0.654 1.000
3 ATC 0.009 0.023 0.964 0.326 1.000
47-52
1 TGCCTT 0.448 0.408 0.562 0.453 1.000
9 2 CGTTCC 0.293 0.319 0.264 0.607 1.000
3 CATTCC 0.259 0.263 0.009 0.925 1.000
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